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L0083 T025710 Lindsey R1b 2 5 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0083

L0102 T043332 Lindsey R1b 2 6 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0102

L0156 JJA4JT6 Lindsey R1b 2 9 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0156

L0018 T018337 Lindsey R1b 2 1 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 Null 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0018

L0028 T017294 Lindsey R1b 2 2 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 Null 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0028

L0029 T017295 Lindsey R1b 2 2 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 Null 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0029

L0030 T017296 Lindsey R1b 2 2 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 Null 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0030

L0173 JCCLR7D Lindsay R1b 2 10 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 18 L0173

L0044
4 T005300 Lindsey R1b 2 3 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 15 16 17 L0044

L0164 FTDNA Lindsey R1b 2 10 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 15 16 17 L0164

L0045 T005301 Lindsey R1b 2 3 14 12 15 12 13 28 25 10 13 13 12 15 12 11 26 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0045

L0059 T009610 Lindsey R1b 2 4 14 12 15 12 13 28 25 10 13 13 12 15 12 11 26 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 Null 15 15 17 17 L0059

L0115 T068102 Lindsey R1b 2 7 14 12 15 11 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 15 17 17 L0115

L0136 T081418 Lindsey R1b 2 9 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 29 30 17 17 9 10 23 15 15 17 17 L0136

L0138 T083992 Lindsey R1b 2 9 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 16 17 17 L0138

L0170 J6UCP6S Lindsey R1b 2 10 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 16 9 10 23 15 16 17 17 L0170

L0046 T005302 Lindsey R1b 2 3 14 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 28 30 17 17 9 10 23 15 17 17 17 L0046

L0047 T005303 Lindsey R1b 2 3 15 12 15 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 14 17 13 12 13 19 Null 30 17 17 9 9 23 15 15 15 15 L0047

L0038
4 T005294 Lindsey R1b 2 3 14 12 14 12 13 28 25 10 13 13 12 15 12 11 25 11 11 11 12 12 24 10 19 23 15 22 L0038
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DNA Group 2 Modal Haplotype
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Periodic updates to this table from accumulated testing.
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              4 Deceased DNA Project participants

                  found in this DNA Grouping.
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5
 DNA Groups are created when two or more participants share four or less marker mismatches out of the 43 markers.

Y-Chromosome STR Markers

               
3 

The Modal Haplotype represents the most frequently found allele/value, for participants within this DNA Group, for each of the markers considered.

         
       2

 Actual laboratory SNP testing has been performed on the DNA from these participants.  The deepest subclade SNP, found positive, for this individual is specified in this column.  This positive tested SNP is considered representative for all participants

          Notes: The markers, shown with a light yellow background, are considered by many genetic researchers to be "fast" mutating Y-chromosome STR markers.  

              
1 

Inferred haplogroups are projected based on the allele values of specific Y-STR markers associated with actual laboratory SNP testing.   The inferred haplogroup nomenclature found in this column is derived from the ISOGG 2008 Haplogroup Tree.

         * The International Lindsay Surname DNA Project solicits participants with any one of the 86 recognized spellings of the surname found in the Orthography at this web site.
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Y-Chromosome STR Markers


